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effect size robustness

Variovorax.paradoxus..h.515.

Tetragenococcus.halophilus..h.1367.

Clostridium.saccharolyticum..h.1602.

Neisseria.mucosa..h.436.

Anaeromyxobacter.dehalogenans..h.743.

Pseudomonas.syringae..h.229.

Streptococcus.parasanguinis..h.1421.

Streptococcus.macacae..h.1374.

unnamed.Ruminococcaceae.bacterium.D16..u.1580.

unnamed.Ruminococcus.sp..SR1.5..u.1621.

Bacteroides.coprophilus..h.1106.

Eubacterium.ventriosum..h.1629.

Eubacterium.hallii..h.1597.

Pseudomonas.brassicacearum.fluorescens..c.233.

Eubacterium.rectale..h.1630.

Bifidobacterium.longum..h.970.

Pseudomonas.mendocina..h.239.

unnamed.Clostridiales.bacterium.1_7_47FAA..u.1599.

Streptococcus.australis..h.1420.

Streptococcus.gallolyticus..c.1379.

unnamed.butyrate.producing.bacterium.SS3.4..u.1603.

unnamed.Clostridium.sp..L2.50..u.1593.

Peptostreptococcus.stomatis..h.1530.

Fusobacterium.nucleatum..h.1479.

Fusobacterium.gonidiaformans..h.1476.

Porphyromonas.asaccharolytica..h.1056.

unclassified.Fusobacterium..c.1481.

Collinsella.stercoris..h.812.

Gallibacterium.anatis..h.328.

Eikenella.corrodens..h.448.

Lactobacillus.amylovorus..c.1447.

Chromobacterium.violaceum..h.528.

Salmonella.enterica..h.394.

unnamed.Azoarcus.sp..BH72..u.530.

Pseudoflavonifractor.capillosus..h.1579.

unclassified.Fusobacterium..c.1482.

Aminomonas.paucivorans..h.1640.

Leptotrichia.hofstadii..h.1488.
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Classification result

NA NA NA NA NA


