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TxByGns <- transcriptsBy(EnsDb.Hsapiens.v75, by="gene",

filter=list(SeqnameFilter(c("X", "Y")))

)

TxByGns

## GRangesList object of length 2908:

## $ENSG00000000003

## GRanges object with 3 ranges and 4 metadata columns:

## seqnames ranges strand | tx_id tx_biotype

## <Rle> <IRanges> <Rle> | <character> <character>

## [1] X [99888439, 99894988] - | ENST00000494424 processed_transcript

## [2] X [99883667, 99891803] - | ENST00000373020 protein_coding

## [3] X [99887538, 99891686] - | ENST00000496771 processed_transcript

## tx_cds_seq_start tx_cds_seq_end

## <numeric> <numeric>

## [1] <NA> <NA>

## [2] 99885795 99891691

## [3] <NA> <NA>

##

## $ENSG00000000005

## GRanges object with 2 ranges and 4 metadata columns:

## seqnames ranges strand | tx_id tx_biotype

## [1] X [99839799, 99854882] + | ENST00000373031 protein_coding

## [2] X [99848621, 99852528] + | ENST00000485971 processed_transcript

## tx_cds_seq_start tx_cds_seq_end

## [1] 99840016 99854714

## [2] <NA> <NA>

##

## $ENSG00000001497

## GRanges object with 6 ranges and 4 metadata columns:

## seqnames ranges strand | tx_id tx_biotype

## [1] X [64732463, 64754655] - | ENST00000484069 nonsense_mediated_decay

## [2] X [64732463, 64754636] - | ENST00000312391 protein_coding

## [3] X [64732463, 64754636] - | ENST00000374804 protein_coding

## [4] X [64732462, 64754636] - | ENST00000374811 protein_coding

## [5] X [64732462, 64754634] - | ENST00000374807 protein_coding

## [6] X [64740309, 64743497] - | ENST00000469091 protein_coding

## tx_cds_seq_start tx_cds_seq_end

## [1] 64744901 64754595

## [2] 64744901 64754595

## [3] 64732655 64754595

## [4] 64732655 64754595

## [5] 64732655 64754595

## [6] 64740535 64743497

##

## ...

## <2905 more elements>

## -------
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