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log2 Mean Signal mscAl — genewise Median
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log2 Mean Signal mscA2 - genewise Median
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log2 Mean Signal mscB1 - genewise Median
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M~A smooth fit
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log2 Mean Signal mscB2 — genewise Median
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log2 Mean Signal mscC1 - genewise Median

features
pos Ctrl
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log2 Mean Signal mscC2 - genewise Median

features
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M~A smooth fit
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log2 Mean Signal - RLE
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HCLUST EUCLIDEAN - high variance genes
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